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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 19 , 5 3 3 



DATE : 09/10/2001 
TIME: 11:52:58 



11 
12 
14 
16 
1 ? 
18 
1-h 



e ir > 3i 

32 

.1 5 



(1) GENERAL 



Input Set : A:\719533sequence.txt 
Output Set: N:\CRF3\09102001\I719533. 

SEQUENCE LISTING 

INFORMATION : 



■Sr. Ci 



(i) APPLICANT: Oon, Cheng Jin 
Lim, Gek Keow 
Leong, Ai Lin 
Zhao, Yi 
Chen, Wei Ning 

(ii) TITLE OF INVENTION: A VACCI NE - INDUCED HEPATITIS B VIRAL 

STRAIN AND USES THEREOF 
SEQUENCES: 11 



(ill) 
(iv) 



(v) 



(vi) 



(VII) 



( viii ) 



C ix) 



NUMBER OF 
CORRESPONDENT 
(A) 



(B) 
(C) 
(D) 
(E) 
(F) 



Parry- 
Street 



-DOS 
tl . 0, 



ADDRESS : 
ADDRESSEE: Ladas & 
STREET: 26 West 61 
CITY: New York 
STATE : New York 
COUNTRY: USA 
ZIP: 10023 
COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS 

(D) SOFTWARE: Patentln Release 
CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/719,5 3 3 

(B) FILING DATE: 10- Jul 
(Cj CLASSIFICATION: 4 35 

PRIOR APPLICATION DATA: 
(A) APPLICATION NUMBER: 
(Bj FILING DATE: 1 9 - J'JN - 1 3 98 

ATTORNEY/AGENT I N FORMAT ION : 

(A) NAME: Mass, Clifford J. 

(B) REGISTRATION NUMBER: 30,0 36 

( C ) REFERENCE/DOCK ET NUMBER: U-013108 
TELECOMMUNICATION I NFORMAT ION : 

(A) TELEPHONE: (212) 708-1890 



Version # 1 . 3 C 



■2001 



PCT/SG98/00045 



ERRORED SEQUENCES 

4/ (2) INFORMATION FOR SSQ ID NO: 1: 
4j (i) SEQUENCE CHARACTERISTICS: 

5"' (A) LENGTH: 3215 base pairs 

(B) TYPE: nuclei: acid , - ^KJ -4* ; L-~ 

(C) STRANDEDNESS : double y/L-'^ „ w 



5- (D) TOPOLOGY: circular U s 

5 5 (xi) SEQUENCE DESCRIPTION: SEj ID NO: 1: 0 / .^"l 



E--> 5 7 CTCCACCACT TTCCACCAAA CTCTTCAAGA TCCCAGAGTC AGGGCCCTGT 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 1 9 , 5 3 3 



DATE: 09/10/2001 
TIME: 11:52:58 



Input Set : A:\7195 33sequence.txt 
Output Set: N:\CRF3\09102001\I719533.raw 



58 ACTTTCCTGC 6 0 

E--> 60 TGGTGGCTCC AGTTCAGGAA CAGTGAGCCC 

61 CCATATCGTC 12 0 

E--> 63 AATCTTATCG AAGACTGGGG ACCCTGTACC 

64 CAGGACTCCT 18 0 

E--> 66 AGGACCCCTG CTCGTGTTAC AGGCGGGGTT 

6 7 TCACAATACC 24 0 
E--> 69 GCAGAGTCTA GACTCGTGGT GGACTTCTCT 

7 0 CCGTGTGTCT 300 
E--> 72 TGGCCAAAAT TCGCAGTCCC AAATCTCCAG 

7;> CTCCAATTTG 36 0 

E--> 7 5 TCCTGGTTAT CGCTGGATGT GTCTGCGGCG 

7 6 TCCTGCTGCT 4 20 
E--> 78 ATGCCTCATC TTCTTGTTGG TTCTTCTGGA 

79 TTTGTCCTCT 4 80 

E--> 81 AATTCCAGGA TCAACAACAA CCAGCACCGG 

82 CTCCTGCTCA 54 0 

E--> 84 AGGAACCTCT ATGTTTCCCT CATGTTGCTG 

8 5 ACTGCACCTG 60 0 
E--> 87 TATTCCCATC CCATCATCTT GGGCTTTCGC 

8 8 CCTCAGTCCG 66 0 

E--> 90 TTTCTCTTGG CTCAGTTTAC TAGTGCCATT 

91 TTTCCCCCAC 72 0 

E--> 93 TGTCTGGCTT TCAGTTATAT GGATGATGTG 

94 ACAACATCTT 78 0 

E--> 96 GAGTCCCTTT ATGCCGCTGT TACCAATTTT 

q 7 TTTAAACCCT 84 0 

E--> 99 CACAAAACAA AAAGATGGGG ATATTCCCTT 

100 TGGGAGTTGG 900 
E--> 102 GGCACATTGC CACAGGAACA TATTGTACAA 

li'i? GAAACTTG ZT 96 0 

E--> 105 GTAAACAGGC CTATTGATTG GAAAGTATGT 

1' 6 GGGGTTTGCC 102 0 

E--> 108 GCCCCTTTCA CGCAATGTGG ATATCCTGCT 

1"9 TATACAAGGA 108 0 

E--> 111 AAACAGGCTT TTACTTTCTC GCAAACTTAC 

i:2 GTATCTGAAC 114 0 

E--> 114 CTTTACCCCG TTGCTCGGCA ACGCCCTGGT 

li c > GGCAACCCGC 12 00 

E--> 117 ACTGGTTGGG GCTTGGCCAT AGGCCATCAG 

i:8 GTCTCCTCTG 126 0 

E--> 120 CCGATCCATA CTGCGGAACT CCTAGCCGCT 

TGGGGCAAAA 132 0 

E--> 12 3 CTCATCGGGA CTGACAATTC TGTCGTGCTC 

TCCATGGCTG 1380 
E--> 126 CTAGGCTGTG CTGCCAACTG GATCCTGCGC 

1J ; CGCGTCGGCG 14 4 0 

E--> 129 CTGAATCCCG CGGACGACCC CTCCCGGGGC 

130 GCTTCTCCGC 150 0 



TGCTCAGAAT ACTGTCTCTG 
GAACATGGAG AACATCGCAT 
TTTCTTGTTG ACAAAAATCC 
CAATTTTCTA GGGGGAACAC 
TCACTCACCA ACCTGTTGTC 
TTTTATCATC TTCCTCTGCA 
CTATCAAGGT ATGTTGCCCG 
ACCATGCAAA ACCTGCACAA 
TACAAAACCT ACGGACAGAA 
AAAATACCTA TGGGAGTGGG 
TGTTCAGTGG TTCGTAGGGC 
GTTTTGGGGG CCAAGTCTGT 
CTTTTGTCTT TGGGTATACA 
AACTTCATGG GATATGTCAT 
AAAATCAAAA TGTGTTTTAG 
CAACGAATTG TGGGTCTTTT 
TTAATGCCTT TATATGCATG 
AAGACCTTTC TAAGTAAACA 
CTGTGCCAAG TGTTTGCTGA 
CGCATGCGTG GAACCTTTGT 
TGTTTTGCTC GCAGCAGGTC 
TCCCGCAAGT ATACATCATT 
GGGACGTCCT TTGTTTACGT 
CGCTTGGGGC TCTACCGCCC 
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RAW SEQUENCE LISTING DATE: 09/10/2001 

PATENT APPLICATION : US/09/719,533 TIME: 11:52:58 

Input Set : A:\719533sequence.txt 
Output Set: N:\CRF3\09102001\I719533.raw 







2 05 


CAAGGACAAC 


3000 








E- 


- > 


207 


TGGCCGGACG 


CCAACAAGGT 


GGGAGTGGGA 


GCATTCGGGC 


CAGGGTTCAC 








CCCTCCTCAT 


3060 










- > 


210 


GGGGGACTGT 


TGGGGTGGAG 


CCCTCAGGCT 


CAGGGCCTAC 


TCACAACTGT 






1 1 


GCCAGCAGCT 


3120 








E- 


-> 


213 


CCTCCTCCTG 


CCTCCACCAA 


TCGGCAGTCA 


GGAAGGCAGC 


CTACTCCCTT 






1 4 


ATCTCCACCT 


3180 












; : 1 o 


CTAAGGGACA 


OTCATCCTCA 


GGCCATGCAG 


TGGAA 








- , 7 ? 


(2) INFORMATION FOR SEQ ID NO: 6 







3215 



(L) SEQUENCE CHARACff ERI STI_QS-i ^ 



82 (A) LENGTH: (3 5 /base pairs 

8j ,/J|| (3) TYPE: nucleic acid 

*4 y/'T'' (C) STRANDEDNESS : single 



35 /base pairs -/^-v *^ ' 



■-ft 5 1 / (D) TOPOLOGY: linear 

5*7 ^ ( xi) SE QUENCE DESCRIPTION: SEQ ID NO: 
E--> 5 89(fA TAAGCTTAT(T ^CCCTATCTT ATCAACACTT CCGGA 

644 (2) INFORMATION FOR SEQ ID NO: 11: 
ti4o (1) SEQUENCE CHARACTERISTICS: 

6 4 7 (A) LENGTH: 27 base pairs 

6 4* (B) TYPE: nucleic acid 

64^ (C) STRANDEDNESS: single 

h t: -0 (D) TOPOLOGY: linear 

6:- 2 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

E--> 654 CTAAGCTTAG TTTCCGGAAG TGTTGAT Z ? ^ ^ ^ ^ ^^J^j^ £ \ 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/719,5 3 3 



DATE: 09/10/2001 
TIME: 11:53:00 



Input Set : A:\719533sequence.txt 

Output Set: N:\CRF3\09102001\I719533.raw 



L:31 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 
L:32 M:220 C: KeywDrd misspelled or invalid format, [(B) FILING DATE:] 
L:57 M:254 E: No. of Bases conflict, lnput:0 Counted: 50 SEQ : 1 
M:254 Repeated in SeqNo=l 

L:589 M:254 E: No. of Bases conflict, Input : 35 Counted: 36 SEQ:6 
L:589 M:204 E: Nc . of Bases differ, LENGTH : Input : 3 5 Counted:36 SEQ:6 
L:654 M:254 E: Nc . of Bases conflict, lnput:0 Counted:27 SEQ:11 
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